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Abstract: Roadmaps of each space agency (JAXA, NASA, and ESA) emphasize the importance of
microbial monitoring and utilization of useful microorganisms in space habitation environment.
The objective of the Working Group “Microbiology in Space” is to promote microbiological
researches to protect astronauts from all problems caused by microorganisms in space habitats, as
well as researches on beneficial microbes to support long-duration space habitation. This year, we
continued researches on new techniques for comprehensive analysis of microbial community
structures in space habitats and also on biofilm formation and gene transfer under microgravity.
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Fig. 1. Bacterial community structure in 1SS-kibo
determined based on bacterial 16S rRNA gene sequences.
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Fig. 2. Adhesion of biofilm of Acinetobacter sp. Tol5 WT
on target surface against gravity.
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