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Proteome analysis of hypergravity effect on Arabidopsis flower buds
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Abstract: Proteome analysis was performed to examine the effect of hypergravity on reproductive
growth of Arabidopsis plants. Plants were grown for 20-26 days under continuous light, and then
exposed to hypergravity at 300 g or placed at 1 g for 24 h in the dark. Proteins extracted from the
flower buds with a buffer containing Triton X-100 were subjected to two-dimensional
electrophoresis. It was turned out that hypergravity up-regulated the expression of nine spots of
polypeptides and down-regulated that of five spots. These peptides were subjected to
matrix-assisted laser desorption ionization time of flight (MALDI-TOF) mass spectrometry, to
compare the present proteome results with our previous transcriptome results.
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