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1. H8

EREFERT—2arOERAREMITIEFYFERITETORAFHEFENERLRAE.
BB EBERICECIHERLE AN DENAN ADEELTET I EF. FERITEOR
REBEO-OICBOTEELRETH D, MITBUEATFTEMEHATRAREE (JAXA) (XF
HRITTOEZIZEBL. ERLULSTICEROBNICL>TERREICETIEREELET S
CEEBELTC . HELEZER RHFEFEFERTIOEZIMICLLIEZEMFEN
ZZEF AR (“Hair”) 1% 2009 FLYEMRLTLB[1]. YT ILELTORBNBZTHIE
EEAVEANE. FERBICATIEZEMENEEEETHNICHET 5FERLELT. F=.
E L HEPOBBEITEBMORREILOLNEHEELTEEETHS.

ERFEARO—HTHY. EFONBRIFECEELTOEBEHELEMNSODLLHETH
(2,34l —A. EBHHITIAANEEMERR ERIL) OEHRSLUVURALTENRBHEINT
L=, EBRDHEMBICHTEIERIRTIVERTTHIEIZEY., HEBEHHDOEEDIRK
BEMDENTES[5,6], HlAIL. EBFRIRFICBINFEEZDIT(I Hg, Cd, As, Pb &LYo
EERTENRHEINDIIEARESNTVS[7EN . ERESHIRIILOTITEER S HO
IRETF 4 ETM[8,9,10,11]. FEKE - EBEKEDTMEV S ZLDRHFTT TIZEAIN T
%[12,13], CNETICE R [T ETOETILBMERICE LT, 14 BREIORRBER. SVbD
AREDPOIRTIVEEICELLNELCTVSEWSHEREBTLBHML, BHFRICFHEME, BXR
LRABLEEREDEICL>TENDEREAIRINITHLENELZLDETRISND, —A.
EREIEACRBEEDH RN BERICBRICISE T HIEND, FIhDHMBINE Y F5
DWTEILITEY  EREEEFEGTF FV/N\VELRILTRITTHIENTES[14,15], £4R
MO LIEEFOBTICE>T, BT EGFORBRLEEISERIXLNKRETEDLNS
HELTINTLVB[16],

SEIOHETIE., B8 LEER Hair TERELTLDL 0O EEHOFETFEZ AL, S
B EERREL-EZOMMEERL - FHRIRELVIRICE VLT, EiBHhIREBIBRICH 1+
HEMTOEFEIFAHERECORAFECERMBARIXLEVNSI-FHETOEFLOHEIE
2ET 5, EBIEFHOBEEIRELLTERTHAIENAHETHY . NASA Z(ELHELI-EZFH
B E LEFMEDLEMNBEBLHEAELTHBMIREOF AZRFL TS, IEFLE
THIET, FHREICEFOHNENOBSTROEEL SYRAKICKRETEHIENTE. FH
EFOBANLERICERTMREBIZENTELEEZAOND, -, EEEF—FYRELT
AR E L FERTTE LB LEABIECNETERNGL AARISEEREH
BEAMSEMEIMN DEENLTHAETHIELZ D,

i
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2. Fi&
<HUTILEE>

AEBRANBE., JAXA REZERIABEXNRLETIARHRGEEEZERITRRESN
LD THD AV TH—LRAV B EBT-F 51 KB ERIKE 6 B (BHE5 A, K% 1
2) D EZEFRBLI, YO TILORIRIE. 9 12 hAICR S FEEFELHMGIZ 3 hAEICE
it 4 EEMELz, BIEES JUVZBERMOELEYNERAWTEREST 5 KOERE ., HREF
ITABEWNIRES >TIREML -, ERIXEME-I2EITHEE (-30°C) THRELZ. F=. Ch
EIFRIZERBITAOY U TILELT, —DFEADEZER T AN S/ I TUIBTL TIRERL.
ERMEERLARISHEREL z. CNSOFRMLUIz YU T ILIEEBHER T RICE LB
MEMIZELIRONA. Z0%. FHEFEE A —ICEHEL, SOICHBITET-80CTEMEREFL
1=

< ERERHT>

BRARMHETYIBL T T I LI-E&SE L., 26 FE5 (LI, Be, B, Na, Mg, Al, P, K, Ca, V,
Cr, Mn, Fe, Co, Ni, Cu, Zn, Ge, As, Br, Se, Mo, Cd, |, Hg, Pb) D3RSI D EZEELT-. £
70 mg % 50 ml DTSRAFYIFa1—TIZEH. 0.01%Triton/Acetone T 2 BI3ER[7]LT=#. %
#LT-E58% 10 ml D 6.25% Tetramethylammonium Hydroxide (TMAH, ZEE{tZ, ##E)Il,
BAR). LU 150 ul DNERIZHE A& (SPEX CertiPrep, Stanmore, UK) LIB& L. 75°CT 2 B
. IREBMELI-, TR, BREERICELTHMNS 3,000 rpm TRIOEMN T, ILERMEERY R
W=IZSRSILEE (ng/g F1=1F pg/g body hair(ppb 7= ppm) ) #BIEL =, SRTILEE
D FEE1EIZL. Inductively Coupled Plasma Mass Spectrometry (ICP-MS, Agilent Technologies,
Palo Alto, CA)Z RN -NEBRERTEMBLIZ[7,17,18], BH. SO T, 5-RJZVLWHKRE
HAREL, BonT-EIXFHEEZEIRETEL. StatView Packaging Software (Hulinks,
HE. BR)E#AVTHILEET o=, BH. CCTIEP<0.05 % HAEELAHHEDEHIELT=.

< EIREH >

ERMAETEZYUTILEZAVT BERFRNEERL -, ERBEMETTYIo0—2 1Y)
—FA7ERAVWTTI ADEETLIC 23 MM BEORITERBHLZUIVHL,. ChE
0.1-0.2mm DT ($1 15 B E) 281U 514 (R 1) 1214 800 pl 0 ISOGEN (=il - S—
. BW. BR) DN A-f=Fa—TIZEURLTz, ZD. BH KIS Bioruptor UCD-250(aX
ENAF TR BR)ERAWT15BEDD. 2BICh > THEREITof=. LELDRTNEDE,
MDY TILMBISOGEN Fyh(ZwiRy-O—r BIU, BR)ZA-RNAHIEZERL
1=[19], BEFELT=H>FJLIZ 200 ul ® Chloroform /A T 5 HE=EE T/ FaR—kL,
15,000 rpm GEDL TR E B L=, RNAR R D 1-61270% Ethanol TILERMZE %L
FEEZD#I(Z 10 ul D RNA free water (Gibco-BRL, Gaithersburg, MD) T ;%L . NanoDrop
ND-1000 Spectrophotometer (NanoDrop Technologies Inc., Wilmington, DE) Z#FL\T 260
nm T total RNA % E £ L 7=, &5(Z Bioanalyzer 2100 (Agilent Technologies, Palo Alto, CA)
% FAL YT RNA Integrity Number (RIN Beta Version Software, Agilent Technologies) Z5F{fiL .
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RNA O E % 17512[20,21](K-2) , RNA AELHE SN TLVD I EEFEER LT . Ambion’s
MessageAmp aRNA kit (Ambion, Austin, TX)Z L\ T total RNA Z1&1EL[22]. Whole Human
Genome (4X44K) Oligo Microarray (Agilent Technologies) [C&B/N\ATYE A E—a %E1To
TEEFZERELTz, Microarray A5 FIEILEBES AT LAY A IO R EHICREL. T—43
HERAX v L=, #ohi=T—42IZDUL Tl GeneSpring software 11.0.1 (Agilent Technologies)
ZRVWCHAL T ZITo12[23]. KUHEBREDO Y TILIFHAICLIECTFREELDER
NFEEINE-HITEEZET—RELTRYERW, BESZ0T—2ZAVTEREREIZHELT
REDEBNAONDELFERETDHELELIC. BHETIELFDT IIL—TOREEZHALH
129 571812 Gene Ontology (GO) f##T[22]72 5 UM< Ingenuity Pathways Analysis (IPA) [24]%
EiEL1=,

3. R
<EBRSH>

SRIILETDEEIIZHZY. - REBVWHAINETCEBLEERIRSILES ERET—
AEBESESEHICIE. 7T0mg U EDH U TILDARBETHD, HERE S BDA2 BZHITDONT
FHUTILENTELTW 0. DEERETELEN oz, DB KAHIE 3 BOWERSE
ERRELTT—ADLEEITo1-, 26 FBEDIRIILES DA, LiEBelZZNETNRERERE
& 1.3 . 1.5 ng/g of hair shaft L\ F Té 7=, Li, Be, Cd, Ni, Co, Mn, Hg L4t ® 21 FEDI#
SILEAZDOWTIE. 4 BT TBHICENT, BENZZ—ETHYEILARLNE
Mof=H, 4 7&FE(Cd, Ni, Co, Mn) DERF LD IERBFENELICONTERFDREL
BT BERDALNTZ(K-3), HEDEA (TS 1EIB) ICHEBELTEEZIENEDD.,
BERY (YT 4EIB) O Cd, Ni, Co, Mn BEIXFhFh 85.7,78.0,70.0, 61.6%E T
WAL TL=(P> 0.05), — A . Hg REIXMBFE B BHVRGAICONTEML., FERIAT
(FHFERHLY 108.9%EMLTLMV=(P> 0.05. &-4), BEEDELLEEZMIZEET S Ca &
FERITETONELFEFICEREEREDEINFEINLIARIILAD THLHN., SEHD
YU DOBMERTEIERREICELLEIRONGN S (H-5), EIEFERIZIE. EBDD
CarEFX—ETHY. F-RABOEEHHELLRET A LI oT=,

<ERDH>

BHESL2DIA/BTLAT—2&Y 15 EOEBZRELL. HBELTHEELTTES LT
FIINTVSEEFEHELIFERER 1 (27T .5 8%, £HICBVTRBEAIMFISNEE
Fi& 1D (RFPL2).5 &% 4 A THREAIMHINTLSEREFIE4 D (CTRL, CYP2C10,
GAD1, RFPL2) T#H>f=, BIZ. 5 ZF 3B THRIEMNITTELLIIMFISNI-ERFELT. Th
Fh 115 8EF (F-6A, £2). 119 BEF (K-6B, K 3)MARIEINT=, GO LS IPA
R CIX. RBRICEBOH-mBEF VI —T . BEFHEXRESNEM o1z,
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4. EE

BB EZ N REL-FHRGEZOBNIE. FERTTOMERBT —2%1F5A
ZELTHERTHD. AMRITEEEZERTHRBELLTGERT 50, FERTLIEHREL
VB L EREEBREAF G LR RY — BB BTEREL =, fz7ZL. Y7 ILIREES
[CEALTIX. "Hair BARIZE 1+ 2 FERT L TIEIOIME LHART 2 [, Q#uE LiH#ES 2 [,
QmiE# 2 [E (51 6 @) TEHELTLADIZxL, BAIKEICHEWLTIE, BHMEELTLV=(1)mE
WBERAT 1 B, (2)FEBHES 4 B, (3) BARIFER 1 Bl (5t 6 B) YT T W EiBEM
AR TORTa—ILRABENRETH 1120 EBFERICLAERT HIEMNTELEA ST,
SEIOBHCIIEBHERICETE3NATLORBMELEBRRT IICEEFTY  HERMED
EBIEITIENTELG M o, REHBICBITEIRIILEFE. EGFREDODELITIER
BIEMNTES,

AEBOEBRIRTILES OBMERH S, FEFEB BN EALSIZDONT Cd, Ni, Co,
Mn QERFDEENBLTHERZRD-. — A Hg ICBELTIE. —RMLBRADEERE
HENASKEKTNTENEVLO0 ., AEFEEZATEERTOREN M EMT HIERZED
tro AR TIIBT N ATEETHOHERB YN 3 BEBEON T 2EEHY . MAFEHEE
EEFRBTICIXWOV oMo, Sk YU TILBEFEOLERIINEENS, B TOER
[CEFTEIRILERELDERLLT.EFRETDEDEVEZTNIZESAMN R, BE(H
HO0U—B. MIB. RER)ENEZOND, HIZ Hg (ZBENDOERNSLELARNIZER
THIERMNHD5]DT. SEDEBHRED Hy ZLIEBEOEEICKSAREENAT LD TIE
BWMEEZLND, Fl-. BERBEOELIZHEL. FICHET S CIOREELEFELTL:
M. SEIOFEMTIEASHIEERIIRONG Moz, ABBTELEVWFERITLEETELGY., £
BRICEFNSCIEENEENRETESZE IBEKAICEBVLTIIABEDEE [T VENE
Bbhhd,Ca ICEALTIEEBFETIEIELLAALNT , Ca (SFAEREIREICKIFZELZIT
FLRALF REVRAT—EITRENTNBIENRIESN S, B LRBERLOLEEICAIT. &
BERAVMO—IILT—RZRIG T HIENTE -, BB DERBES VAT ALV-EERTIE. 14 B
MOBBRBECLHO>TINEFECEML. K, Mg [FEEISEALTO ], #REBEDLS54B
EDOAMNRRETEHEHBTLERPOIRIILEAHNELL. ChoFBRRZROKLHHRAD
FEEFRBLTWDLDEEZONDN ., SEIOHAETIXINODIRIILRAIZEE IEH LN
B>z Ni FlE. BEOFEBICKYEBDTOEFRENEILT HELSTHRENHH[26], FED
EWEHDEDD. Cd, Ni, Co, Mn DEALIFTYMNIHITIERBEETILEIEELIEFICK
STHELTWSLD EHERIEN D,

ERASMOERTIE. 1.5 FULRBEARELLIIIHSA TLSERFELT. CTRL,
CYP2C10, GAD1, RFPL2 A&t & T, £ 5 B 3 BICEHZLITHE. BN TEDLLL
(FHIFIINTODELEFIEENTN 115 BEF. 119 BIEFLEDEEFIEHINTZ, GO
THUIZ IPA T TIE 5 B D BHEEBREICEELBEEE - EEF Y L —T(ERETEL
Motfzht, SNIET—IR—X L TR ELFREDOEEBGRLIF FIZ oA REMLAH D, £f=. Z
NODFHBELTEHL-ERFORICIE. ABHAOARE L CENMRBHELTILICLLIEE
N EBONSERFITEEN TGSz LML RELE L 115 ERFOFIZITE
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HICRBSNT-HREL DT IMEIVNVEICELLELRFELTHSEN TS Defensin
Beta (DEFB) M7731)—[27,28]103%<{EBHLN TS, EBEMTOAEFICENTIX, 2N
ZDERITESLIN TV AIREMATREEINS, COZLIE, ERFD Cl BEAEBLTES
TTLLEZBHIFETHIEEIWZALGNWIEERL., EREABOBERZFICSVLWTITIHE DO EE
AEMLTOAELAGENIEERLTVWS, AMROERISITHBAZOKELORRBER
ZEAREICRT CEFTEGLA, MBS SRR EZ M RELTCRBHIICERIN-REHE
BEBEIOMR(HEFTREIMORLIZEATAIHMR]) ORRERELBRETHILITEY,
FAEHISERAIK S ICH 1T HBER OCEZ2OREREBIIOVTERTFEN. HEFMNLERE XY
HMICMAIENTEEER DN,

AREICENTEBHBEAKEENRELTHERICEERT —FIEMB TELILIE. 5%
DFERITLERNRELIBHEEDIILITEVNTEBOTERTHDSEWNZ D, RPFTHEE
BPIZELRAUNVEBLVEGFORR. SRINRBLREDEILDERDITIELSEHDFEET
HEIN MORBKOARCERARELOLRES DL E-RFFEED. SEDOHRENLS
OHROFEARICSENLTITELZL, EB2ZAVTELOERRIREOELZRE T HILE.
FERORPFEFEFERTLIOEZEERMTIOAVILA— A v—DRAFEICETLHLDTH
%, ELICE MELCEBHAKLEOBREETORRERTLELY ., —BRWEERR
STHIRIGFIATESHMELTOERZEEL. EF-EREORELRERICEMLTLE L
EEZ D,

(5&X#]

1. Terada M, Kawano F, Ishioka N, Higashibata A, Majima HJ, et al. (2012) Biomedical
analysis of rat body hair after hindlimb suspension for 14 days. Acta Astronautica 73:
23-29.

. Chuong C-M (1998) Molecular basis of epithelial appendage morphogenesis. Austin, TX:
R.G. Landes. 444 p., 444 p. of plates p.

. Hardy MH (1992) The secret life of the hair follicle. Trends Genet 8: 55-61.

. Paus R, Cotsarelis G (1999) The biology of hair follicles. N Engl J Med 341: 491-497.

Chase ES, Weinsier RL, Laven GT, Krumdieck CL (1981) Trichotillometry: the

quantitation of hair pluckability as a method of nutritional assessment. Am J Clin Nutr

34: 2280-2286.

. Jelliffe DB (1966) The assessment of the nutritional status of the community (with special

N

w

[S2IE

(o2}

reference to field surveys in developing regions of the world). Monogr Ser World Health
Organ 53: 3-271.

7. Yasuda H, Yonasiro T, Yoshida K, Shibazaki T, Ishii T, et al. (2005) High Toxic Metal
Levels in Scalp Hair of Infants and Children. Biomed Res Trace Elem 16: 39-45.

8. Suzuki T, Hongo T, Yoshinaga J, Imai H, Nakazawa M, et al. (1993) The hair-organ
relationship in mercury concentration in contemporary Japanese. Arch Environ Health
48: 221-229.

This document is provided by JAXA.



114

BeE EENMCLIEZEMFHZEICETINR

9. Wibowo AA, Herber RF, Das HA, Roeleveld N, Zielhuis RL (1986) Levels of metals in hair
of young children as an indicator of environmental pollution. Environ Res 40: 346-356.

10. Harada M, Nakachi S, Cheu T, Hamada H, Ono Y, et al. (1999) Monitoring of mercury
pollution in Tanzania: relation between head hair mercury and health. Sci Total Environ
227: 249-256.

11. Yasutake A, Matsumoto M, Yamaguchi M, Hachiya N (2003) Current hair mercury levels
in Japanese: survey in five districts. Tohoku J Exp Med 199: 161-169.

12. Rodushkin I, Axelsson MD (2000) Application of double focusing sector field ICP-MS for
multielemental characterization of human hair and nails. Part I. Analytical methodology.
Sci Total Environ 250: 83-100.

13. Batzevich VA (1995) Hair trace element analysis in human ecology studies. Sci Total
Environ 164: 89-98.

14. Sperling LC (1991) Hair anatomy for the clinician. J Am Acad Dermatol 25: 1-17.

15. Stenn KS, Paus R (2001) Controls of hair follicle cycling. Physiol Rev 81: 449-494.

16. Akashi M, Soma H, Yamamoto T, Tsugitomi A, Yamashita S, et al. (2010) Noninvasive
method for assessing the human circadian clock using hair follicle cells. Proc Natl Acad
Sci U S A 107: 15643-15648.

17. Yasuda H, Yonashiro T, Yoshida K, Ishii T, Tsutsui T (2005) Mineral Imbalance in
Children with Autistic Disorders. Biomed Res Trace Elem 16: 285-292.

18. Yasuda H, Yonashiro T, Yoshida K, Ishii S, Tsutsui T (2006) Relationship between Body
Mass Index and Minerals in Male Japanese Adults. Biomed Res Trace Elem 17:
316-321.

19. Sato T, Sato G, Shaji Y, ltou T, Sakai T (2006) Extraction and detection of mMRNA from
horsehair. J Vet Med Sci 68: 503-506.

20. Dev H, Rickman D, Sooriakumaran P, Srivastava A, Grover S, et al. (2011) Biobanking
after robotic-assisted radical prostatectomy: a quality assessment of providing prostate
tissue for RNA studies. J Transl Med 9: 121.

21. Schroeder A, Mueller O, Stocker S, Salowsky R, Leiber M, et al. (2006) The RIN: an
RNA integrity number for assigning integrity values to RNA measurements. BMC Mol
Biol 7: 3.

22. Kim SJ, Dix DJ, Thompson KE, Murrell RN, Schmid JE, et al. (2006) Gene expression in
head hair follicles plucked from men and women. Ann Clin Lab Sci 36: 115-126.

23. Guo L, Lobenhofer EK, Wang C, Shippy R, Harris SC, et al. (2006) Rat toxicogenomic
study reveals analytical consistency across microarray platforms. Nat Biotechnol 24:
1162-1169.

24. Ribeiro R, Monteiro C, Catalan V, Hu P, Cunha V, et al. (2012) Obesity and prostate
cancer: gene expression signature of human periprostatic adipose tissue. BMC Med 10:
108.

This document is provided by JAXA.



115

BeE EENMCIIEZEMFHEZEICEHIINE

25. Dewailly E, Rouja P, Forde M, Peek-Ball C, Cote S, et al. (2012) Evaluation of a public
health intervention to lower mercury exposure from fish consumption in bermuda. PLoS
One 7: e47388.

26. Chojnacka K, Zielinska A, Michalak I, Gorecki H (2010) The effect of dietary habits on
mineral composition of human scalp hair. Environ Toxicol Pharmacol 30: 188-194.

27. Prado-Montes de Oca E, Velarde-Felix JS, Rios-Tostado JJ, Picos-Cardenas VJ,
Figuera LE (2009) SNP 668C (-44) alters a NF-kappaB1 putative binding site in

non-coding strand of human beta-defensin 1 (DEFB1) and is associated with

lepromatous leprosy. Infect Genet Evol 9: 617-625.

28. Cogen AL, Walker SL, Roberts CH, Hagge DA, Neupane KD, et al. (2012) Human
Beta-defensin 3 is up-regulated in cutaneous leprosy type 1 reactions. PLoS Negl Trop
Dis 6: e1869.

Fig.1 EAREMEBET CTOERYIMEE

This document is provided by JAXA.



116

BeE EENMCIIEZEMFNEZEICEITINE

(A)
16
14 1 ——5105-1 =——5105-2
- ——51053 =———5105-4
—5117-1 =——5117-2
10

-—5117-3 =—5117-4

8 —e5119-1 =——5119-2
6 - ——5119-3 ——5119-4
4 4
2 1
0 ] - T T
220 240 260 280 300 320 340
(B)
[FU] Ly
o T | 10
2 6 ' §8—
@

B BEir
o-d.-ﬂ-L-em ﬁﬂihm%&«,_____; = ;,’ﬂi’#,___b

T T t T L T
25 200 4000 [nt] 25 200 2000 4000 [nt]
Time (second) Time (second)

Fig.2 ERKIUMHEINT= RNA DFEEAZLUIZEHEB)
B TIX.2 BDWHREDE—VHIERT,

HEI Y L(Cd) =94 JL(Ni)
? . g| s
'2 5 '? 3000

1 2 3 4 1 2 3 4

(3] '
2s3)LMCo) 225 (Mn)
£~ £
FFH = N

BAREZEEEH

Fig.3 BIMBFEPICHMMERAAHON-EHHPIRTILES

This document is provided by JAXA.



117

BeE EENMCIIEZEMFHEZEICEHIINE

Kéi(Hg)

8000
7000
6000
5000
4000

Figd FEIBRERICIBMERAHONTI-ERPIRIILES

ALy L(Ca) oo

250000

200000

g 150000 . J. 1

100000

50000

L5321
Fig5 FBRERDEREFDAHILODLEL

This document is provided by JAXA.



118

BeE EENMCLIEZEMFHZEICETINR

(A)

Normalized Intensity Values
o

Indlividual - Sampling time (Non-averaged)
e N ol wa 3

i . } v . s . e It e e .
5105 511 511 5121 512 5124

(B)

Normalized | W
o N
T
i
I— —
——
— '
i . .
N —
—
———
—

-44
-5
-z
Individual - Sampling time (Mon-averaged)
[ az 3 = vl 2 [ =1 vl w2 (% =1 vl w2 L3 b w2 L3 £ [ 2 L3 =
5105 511 511 5121 5122 5124

Fig.6 FAIRRTERICREBEATTEL) EoUIHIFH (B) SN THSEEFD.
EWREICEBITARBMENE L
(I, 4 BOY T TREHBRECLITRT,

This document is provided by JAXA.



119

F6E EEROMICIIEFEMFNZEICHITONE

Table.1 5 2D BHBERBEDON. BIEZEIZ 1.5 f£LLE®D Fold-change A& ST =
BinFHEZTDIESE

Up Down Note
B | 5E$s5E] 0 1 RFPL2
B 5Elf4E]] 0 4 CTRL, CYP2C19, GAD1,RFPL2
B EEUR 5EId3[E]| 115 119
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Table.2
BiES ADIB 3 ALULETHBALT S ELLEOERRAELAHAONT-EIEF

GeneSymbol Description
ABL1 Homo sapiens c-abl oncogene 1, non-receptor tyrosine kinase (ABL1), transcript variant b, mRNA [NM_007313] 5o
ADAD1 Homo sapiens adenosine deaminase domain containing 1 (testis—specific) (ADAD1), transcript variant 1, mRNA [NM_13]
AKD1 adenylate kinase domain containing 1 [SourceHGNC Symbol:Acc:33814] [ENST00000466992]
ALDOAP2  Human aldolase pseudogene mRNA, complete cds. [M21191]
ALS2CRI1  Homo sapiens amystrophic lateral scleresis 2 (juvenile) chromesome region, candidate 11 (ALS2CRI 1), transcript varial

ASB15 Homo sapiens ankyrin repeat and SOCS box containing 15 (ASB15). mRNA [NM 080928]

C170rf78 Homo sapiens chromosome 17 open reading frame 78 (G170rf78), mRNA [NM_173625]

C18orf2 Homo sapiens chromosome 18 open reading frame 2 (C18orf2), transeript variant 1, non-coding RNA [NR 023925] 50 | =—_BL1 — ADAD1 — AKD1 = ALDOAPZ === ALS2CRIL
Clorfi52 Homo sapiens chromosome 1 open reading frame 152 (C1orf152), non-cading RNA [NR 003242] —_— e C170r e C1B0rE2 ClorflS2 e CAMK2A
CAMK2A Homo sapiens caloium/calmodulin-dependent protein kinase Il alpha (CAMK2A), transcript variant 1, mRNA [NM 0159

CD86 Homo sapiens CD86 molecule (CD86), transcript variant 2, mRNA [NM 006889] 5.0
CH25H Homo sapiens cholesterol 25-hydroxylase (GH25H), mRNA [NM 003956
CHAD Homo sapiens chondroadherin (GHAD), mRNA [NM 001267]
CLECI9A  Homo sapiens hypothetical LOC728276 (LOC728276). non-coding RNA [NR 024436]
CST5 Homo sapiens cystatin D (CSTS), mRNA [NM_001800]
DEFB109P1  Homo sapiens defensin, beta 109, pseudogene 1 (DEFB109P1), non-coding RNA [NR 024044]
DEFB109P1B  Homo sapiens defensin, beta 109, pseudogene 18 (DEFB109P18). non—coding RNA INR 0036681
DEFB130 Homo sapiens defensin, beta 130 (DEFB130), mRNA [NM 0010376041 =0
DIRAS1 Homo sapiens DIRAS family, GTP-binding RAS—like 1 (DIRAST), mRNA [NM_145173] ——<CD36 ——CH25H “==CHAD ~=—=CLECISA
DKFZp686M1136 Homo sapiens mRNA: cDNA DKFZp686M 1136 (from clone DKFZp686M1136). [BX647230] T ———DEFB109P1 ———DEFB10SPIB ~———DerBL30
DKFZP761C1711  Homo sapiens mRNA: <DNA DKFZp781C1711 (from clone DKFZp761C1711) [AL137340] 50

DNAH3 Homo sapiens dynein, axonemal, heavy chain 3 (DNAH3), mRNA [NM 0175391
FAMI55A  Homo sapiens family with sequence similarity 155, member A (FAM155A), mRNA [NM 0010803961

FGF20 Homo sapiens fibroblast growth factor 20 (FGF20), mRNA [NM_019851]

FLJ46066  Homo sapiens hypothetical LOCA01103 (FLJ4G0B6), nan-coding RNA [NR 0401051
GAFA3 Homo sapiens FGF-2 activity-assooiated protein 3 (GAFA3) mRNA, complete ds. [AF220235]
GJB7 Homo sapiens gap junction protein, beta 7, 25kDa (GJB7), mRNA [NM_188568]
GLT25D2 Homo sapiens glycosyltransferase 25 domain containing 2 (GLT25D2), mRNA [NM 015101] 50

GPR171 Homo sapiens G prolevn coupled receptor 171 (GPR171), mRNA [NM 013308] e DKFZPTE1C1711 e DNAH3 e FAM155A — FGF20

GUSBPS Homo sapiens beta pseudogene 5 (GUSBPS), 2 RNA [NR 003675] ——FLI46066 ——GAFA3 ——Gla7 ——GLT25D2
HHAT hedgehog acyltransferase [Source:HGNG SymbolAcc-16270] [ENST00000391905]
HTRIF Homo sapiens 5-hydroxytryptamine (serotonin) receptor 1F (HTR1F), mRNA [NM_000866] 5.0
1L25 Homo sapiens interleukin 25 (IL25), transcript variant 1, mRNA [NM_022789]
KCNB2 Homo sapiens potassium voltage-gated channel, Shab-rolated subfamily, member 2 (KCNB2), mRNA [NM_004770]
KCNG1 potassium voltage-gated channel, subfamily G, member 1 [SourceHGNC Symbol:Aec:6248] [ENST00000396017]
KIAA1486  Homo sapiens KIAA1486 (KIAA1486), mRNA [NM 020864]
KIAA1875  Homo sapiens KIAAT875 (KIAAIETS), non-coding RNA [NR 024207]
KIF1A Homo sapiens kinesin family member 1A (KIFTA), mRNA [NM.004321]
LINCO0158  Homo sapiens non-protein coding RNA 158 (NCRNAOO158), non-coding RNA [NR 024027] S50 ———HHAT ——HTRIF — s ——kKenB2
LOC100128126  Homo sapiens hypothetical LOC100128126 (LOC100128126), non-coding RNA [NR 038406] = KCNG1 —KIAAL486 e KIAALE7S = KIF1A
LOG100128402  Homo sapiens cDNA FLJ42583 fis, clone BRACE3009090. [AK124574] 5.0
LOG100131581  Home sapiens cDNA FLJ35225 fis, clone PROST2001116. [AK092544]
LOG100270679  Home sapiens hypothetical LOG100270679 (LOG100270679), non-coding RNA [NR 038394)
LOGC100289079  PREDICTED: Homo sapiens 60S ribosomal protein L36-like (LOC100289079), mRNA [XM 0023444481
LOC284080  Homo sapiens hypothetical LOG284080 (LOC284080), non-coding RNA [NR 038230
LOC284581  Homo sapiens cDNA FLU37107 fis, clone BRACE2020157. [AK094426]
LOC285286  PREDICTED: Homo sapiens hypothetical LOC285286 (LOC285286), partial miscRNA [XR 109995]
LOC285762  Homo sapiens sDNA FLU39782 fis, clone SPLEN2002175. [AK097101]
LOC440925 Homo sapiens hypothetical LOG440925 (LOC440925), non-coding RNA [NR 027433] 5.0 ===L0C100128402  «====L0C100131581  ====LOC100270679  ====L0C100289079
LOC646576  Homo sapiens hypothetical LOC46576 (LOC646576). non-coding RNA [NR 0375051 ——L0C284080 ———L0C284581 ~———10C285286 ——LoC285762
LOC652614  PREDICTED: Homo sapiens BOLA class | histocompatibility antigen. alpha chain BL3-7-like (LOC652614), mRNA [XM 5.0
LOC729444  Homo sapiens hypothetical LOG728444 (LOC729444), non-coding RNA [NR 0383881
LYNX1 Homo sapiens Ly6/neurotoxin 1 (LYNX1), transcript variant 1, mRNA [NM_023946]
MKRN9P Home sapiens makorin ring finger protein pseudogene 6, mRNA (cDNA clone IMAGE:5278542). [BG067894]
MOGAT1 Home sapiens monoacylglyceral O-acyltransferass 1 (MOGAT1), mRNA [NM_058165] 00
NRK Nik related kinase [Source:HGNG SymbobAcc:25391] [ENST00000536 1641
OR1J1 Home sapiens offactory receptor, family 1, subfamily J, member 1 (ORTJ1), mRNA [NM 0010044511
OR2A7 Hormo sapiens olfactory receptor, family 2, subfamily A, member 7 (ORZAT), mRNA [NM 001005328] 50
OR51V1 Home sapiens olfactory receptor, family 51, subfamily V, member 1 (ORSTV1), mRNA [NM_001004760] e OCE52614  ——mlOCT29444 e YNX1  ——eMKRNOP = MOGATL
PCA3 Homo sapiens prostate cancer antigen 3 (non-protein coding) (PGA3), non-coding RNA [NR 015342]
POMI21L8P  Homo sapiens POM121 membrane glycop: (POM121L8P), non-coding RNA [NR_024583] 50
PRL Home sapiens prolactin (PRL), transcript variant 1, mRNA [NM_000948]
PVRIG Home sapiens poliovirus receptor related immunoglobulin domain containing (PVRIG), mRNA [NM_024070]
REEP6 Homo sapiens receptor accessory protein 6 (REEPG), mRNA [NM_138393]
RNF6 Home sapiens ring finger protein (C3H2C3 type) 6 (RNFB), transcript variant 1, mRNA [NM 0059771 0.0
SAMD13 Homa sapiens sterile alpha motif domain containing 13 (SAMD13), transcript variant 1, mRNA [NM 0010109711
SGCD Homo sapiens sarcoglycan, delta (35kDa dy elycoprotein) (SGCD), transcript variant 1, mRNA [NM! /
SLCYBI Homo sapiens Nat/H# exchanger domain containing 1 (NHEDC1), transcript variant 1, mRNA [NM_139173] 0 | ~—pomi21t8p ——pRL —PVRIG ——REEPE ——RNFE
SNTG1 syntzophin, gamm 1 [Source:HGNC SymboliAce:13740] [ENST00000521574] o SAMDI3  ——SGCD o siCoB1 SNTG1  STxEPSL
STXBPSL  Homo sapiens syntaxin binding protein 5-like (STXBPSL), mRNA TNM_014980]
SYT1 Homo sapiens synaptotagmin 1 (SYT1), transcript variant 2, mRNA [NM 001135805 50
T™CT Homo sapiens transmembrane channel-like 1 (TMC1), mRNA [NM_138691]
TMPRSS11BNL  Homo sapiens TMPRSST1B N terminal-like (TMPRSSIBNL), mRNA [NM_001129907]
TMPRSS7  Homo sapiens transmembrane protsase, serine 7 (TMPRSS7), transcript variant 1, mRNA [NM.001042575]
TNP2 Homo sapiens transition protein 2 (during histone to protamine replacement) (TNP2), mRNA [NM_005425]
TSPAN16 Homo sapiens tetraspanin 16 (TSPAN1TE), mRNA [NM_012466]

TUBE1 tubulin, epsilon 1 [Source:HGNG Symbol:Acc:20775] [ENST00000368657]

UGT2B10 Homo sapiens UDP gl y 2 family, B10 (UGT2B10), transcript variant 1, mRNA [NM_001 5.0 —SYT1 =——TMC1 ===TMPRSST1BNL  ====TMPRS57

UGT2B7 Homo sapiens UDP ¢l y 2 family, B7 (UGT2B7), mRNA [NM_001074] —TNP2 ——TSPAN16 ——TUBE1 ——UGT2B10

VWA3B von Willebrand factor A domain containing 38 [Source:HGNG Symbol:Acc:28385] [ENST00000409460]

WT1-AS Hormo sapiens WT1 antisense RNA (non-protein coding) (WT1-AS), non-coding RNA [NR 023920 o

ZDHHG22  Homo sapiens zinc finger, DHHG-type containing 22 (ZDHHC22), mRNA [NM_174976] -

Hormo sapiens cDNA FLU25388 fis, clone TST02351. [AK058117]

Hormo sapiens cDNA FLJ38840 fis, clone MESAN2003490. [AK096159] 00
5.0

Homo sapiens cDNA FLJ43706 fis, clone TESOP2001849. [AK125604] 5.0

Uncharacterized protein [Source:UniProtKB/ TrEMBL:Acc £ TETRE] [ENST00000400449]

Homo sapiens hypothetical protein MGG2848, mRNA (cDNA clone IMAGE:2967248), partial cds. [BC007884]

Uncharasterized protein [Source:UniProtkB/ TrEMBL:Acc EPEP2] [ENST00000398669] 00

mucin 19, oligomeric [Source:HGNG Symbol:Acc:14362] [ENSTO0000474954]

olfactory receptor, family 10, subfamily AB, member | pseudogene [Source:HGNC Symbol:Acc:14804] [ENST00000317 S0

Homo sapiens cDNA FLJ43585 fis, clone SKNMC2007502. [AK125573]

Q9P1R7.HUMAN (QSP1R7) HDCMBASP (Fragment), partial (19%) [THC2780703]
603074961F 1 NIH MGC_119 Homo sapiens cDNA clone IMAGE:5166831 5, mRNA sequence [BI528816]
N4BP2L2 intronic transcript 1 (non-protein coding) [Source:HGNC Symbol:Acc:25036] [ENST00000450112]

BX103737 Soares NFL T .GBC_S1 Homo sapiens cDNA clone IMAGp98D124002, mRNA sequence [BX103737]
Homo sapiens clone HLS IMAGE 281777 mRNA sequence. [DQ786257]

Homo sapiens, clone IMAGE:6155889, mRNA. [BC043411]
ALUT_HUMAN (P39188) Alu subfamily J sequence contamination warning entry, partial (7%) [THC2765511]

Homo sapiens, clone IMAGE:6155889, mRNA. [BC043411]

DKFZp686124127 r1 686 (synonym: hiced) Homo sapiens cDNA clone DKFZp686124127 5'. mRNA sequence [BX471465;

1
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Table.3

BHES5 ADS5 3 ALULTHELT, 15 BUTORBMGFLAAONTEEF

GeneSymbol  Description
AAKI AP2 associated kinase 1 [SourcerHGNG Symbol;Acc:19679] [ENST 1 s

ABI3BP Homo sapiens ABI family, member 3 (NESH) binding protein (ABIIBP), mRNA [NM_015428] :

ACTAIL Homo sapiens actin, alpha 1, skeletal muscle (ACTAT), mRNA [NM_001100]

ADCYS Homo sapiens adenylate cyclase 5 (ADCYS). transcript variant 1, mRNA [NM_183357]

AJAPT Home sapiens adherens junctions associated protein 1 (AJAP1), transcript variant 1, mRNA [NM_01883 0.0

ARSF Home sapiens arylsulfatase F (ARSF), transcript variant 1, mRNA [NM_004042]

BLACE Homo sepiens B-lineage acute e leukemia ifically expressed gene (BLACE) mANA, o

BSND Homo sepiens Bartter syndrome, infantile, with sensorineursl deafness (Barttin) (BSND). mANA [NM.0 50
Cllarfdd Home sapiens chromosome 11 open reading frame 30 (C110rf30), mRNA [NM_020193] —AAKL —ABIZBP —ACTAL — ADCYS —AJAPL
Cld4orfd? Homeo sapiens chromosome 14 open reading frame 37 (C140rf37), mANA [NM_0010013872]

Clorfl10 chromosome 1 open reading frame 110 [Source:HGNG Symbel:Acc:28735] [ENSTOO0000367911] 50

C200rf79 Home sapiens chromosome 20 open reading frame 79 (C200rf79), mRMNA [NM_178483]

C2CD4A Homo sapiens G2 calcium—dependent domain 44 (C20D4A), mRNA [NM_207322]
CAI1D Homo sapiens carbonic anhydrase X (CGA10), transeript variant 2. mRNA [NM_020178] 00
CA8 Homa sapiens carbonic anhydrase VII (CAS), mRNA [NM_004056]

CABIN1 Homo sapiens caleineurin binding protein 1 (CAEIN1), transeript variant 1, mRNA [NM_001199281]

g:Egé Homeo sapiens cell adhesion molecule 2 (CADM2), transcript variant 1, mRNA [NM_001167674] 50

Homa sapiens calcitonin receptor (CALGR). transcript variant 2, mRNA [NM_001742] ’

CASCS  Homo sapiens cancer susceptibility candidate 5 (GASCS), transcript varient 1, mRNA [NM_170589] Clorfl10 ——C20erf73 - C2CDaA ——CAL0 ——Cas

CFLIPI Homeo sapiens cofilin 1 (nen—muscle) pseudogene 1 (CFLIP1), non—coding RNA [NR_028452]

CLSTN3 Home sapiens calsyntenin 3 (CLSTNE), mRNA [NM 014718] 0

GLUL1 Homo sapiens clusterin-lke 1 (retinal} (CLUL1), transcript variant 1, mRNA [NM_014410]

CMTRL Homo sapiens centriolin (GNTRL), mRNA [NM_007018]

CNTRL centrosomal protein 110kDa [Source:HGNG SymbobAce:1858] [ENSTO0000373847]

CSMD1 Homo sepiens CUB and Sushi multiple domains 1 (CSMD1), mRNA [NM_033225] 0.0

CTRL Homo sapiens chymotrypsin—like (CTRL), mRNA [NM_001307]
CYP24A1 Homo sapiens cytochrome P450, family 24, subfamily A, polypeptide 1 (CYP2441), nuclear gene encod i
CYP2C18 Homo sapiens cytochrome P450, family 2, subfamily C. polypeptide 18 (CYP2C18), transcript variant 1 - 5.0
CYP2C19 Homo sapiens cytochrome P450, family 2, subfamily G, polypeptide 19 (CYP2C13), mRNA [NM_000769 ] m—CLSTN3 m—CLULL s CNTRL — CNTRL m—CSMD1
CYP2C9 Homa sapiens cytochrome P450, family 2. subfamily C. polypeptide 8 (CYP2CS), mRNA [NM_000771]
DBF4 Homo sepiens DBF4 homolog (S. cerevisiae) (DBF4), mRNA [NM_00G716] 50

DCDCS Homo sapiens doublecortin domain containing 5 (DCDCS), mRNA [NM_020869]

DDX50 Homo sepiens DEAD (Asp-Glu-Ala-Asp) box polypeptide 50 (DDX50), mRNA [NM_024045]

DTWD2 Homo sapiens DTW domain containing 2 (DTWDZ). mRNA [NM_1 73668] 00
EGFLAM Homa sapiens EGF-like, fibranectin type I and laminin G domains (EGFLAM), transcript variant 1, mR Y

EIF3F Homo sapiens eukaryotic translation initiation factor 3, subunit F (EIF3F), mRMNA [NM_003754]
ESR2 Homo sapiens estrogen receptor 2 (ER beta) (ESR2), transcript variant e, mRMA [NM_001214303]
Fz Homo sapiens coagulation factor 11 (thrombin) (F2), mRMA [NM_000506] =0
FAMI35A  Momo sapizns family with sequence simierity 135, membar A (FAM135A), transeript variant 2. mRNA {1 ——DBF2 =—Dbcocs ~—DDX50 =——DTWD2 ——EGFLAM

FAMT72A Homo sapiens family with sequence similarity 72, member A (FAM72A). mRNA [NM_001123168]

FANCB Homeo sapiens Fanconi anemia, complementation group B (FANCB), transcript variant 1, mRNA [NM_0C! 50
FLJ34747 Homo sepiens hypotheticsl LOG400121 (FLJ34747), non—coding RNA [NR_040244] !
FLJ41327  Homo sapiens cDMA FLJ41327 fis, clone BRAMY2047169. [AK123321]

FOXE1 Homo sapiens forkhead box E1 (thyroid factor 2) (FOXE1), mRNA [NM_004473]

GABRB2 Homeo sapiens gamma-aminobutyric acid (GABA) A receptor, beta 2 (GABRBZ), transcript variant 1, mF 00

GAD1 Homo sapiens glutamate decarboxylase 1 (brain, §7kDa) (GAD1), transcript variant GADET, mANA [NN/

GAS2ZL3 Homo sapiens growth arrest-specific 2 fike 3 (GAS2LE), mANA [NM_174942]

GPR37 Homa sapiens G protein—coupled receptor 37 (endothelin receptor type B-like) (GPRIT), mRNA [MM_C'l 50
GPR3TL1 Homo sapiens G protein-coupled receptor 37 like 1 (GPR3TL1), mRNA [NM_004767] e FANCE —FLI34747 — FLI41327 == FOXEL e GABRB2

GRIP2 Homeo sapiens glutamate receptor interacting protein 2 (GRIP2Z), mRNA [NM_001080423]

HBD Homo sapiens hemoglobin, delta (HBD), mRNA [NM_D00518] 5o

HOXB1 Homo sapiens homeobox BI (HOXB1), mRNA [NM_002144] [

1SPD Homo sapiens isoprencid synthase domain containing (ISPD). transcript variant 1, mRNA [NM_0011014 "_

KCND2 Homo sapiens potassium voltage—gated channel, Shal-relsted subfamily, member 2 (KCNDZ), mRNA [b 1 0.0
KCNJ16 Homo sepiens sium inwardh channel. subfamily J. member 16 (KONJ18). transeript var
KIAA1199  Homo sapiens KIAAT199 (KIAAT199), mRNA [NM_013685]

KIAA1671  Homo sapiens KIAATET1 (KIAAIG71), mRNA [NM_001145206] U

KLRD1 Homo sapiens killer cell lactin-like receptor subfamily D, member 1 (KLRD1), transeript variant 1, mRN =0 ——HBED ——HOXB1 ——1SPD ——KCND2 e KCNJ16

KRTAP24—1  Homo sapiens keratin associated protein 24-1 (KRTAP24-1), mRMA [NM_001085455] 2

LACCI Homo sapiens chromosome 13 open reading frame 31 (C130rf31), transcript variant 2 mANA [NM_153 0

LOG100129060 Home sapiens cDNA FLJ4G043 fis, clone SPLENZ042051. [AK127934]

LOC100130894 Homo sapiens hypothetical LOC1001308%4 (LOC100130894), non—coding ANA [NR_034083] o
LOC100131580 PREDICTED: Homo sapiens hypothetical protein LOC100131580 (LOC100131580), partisl mANA [XM_ B
LOC100506220 PREDICTED: Homo sapiens hypothetical LOG100506220 (LOC100506220), partial miscRNA [XR_1108¢ oo

LRRC1 leucine rich repeat containing 1 [Source:HGNG Symbol:Ace:14307] [ENST00000487251]

MED1 Homo sapiens mediator complex subunit 1 (MED1), mRNA [NM_004774]

MMP24 Homao sapiens matrix 1l idase 24 inserted) (MMP24), mRNA [NM_005690] 1 =0
MYBPC1  Homo sapiens myosin binding protein G, slow type (MYBPC1), transcript variant 2, mRNA [NM 206819 Of ——LOC100129060 ———L0C100130884 ———LOC100131580 =———LOC100506220 = LRRC1

MYH11 Homo sapiens myosin, heavy chain 11, smooth muscle (MYH1 1), transcript variant SM1B, mRNA [NM.I
NCKAPS Home sapiens NCK-associsted protein 5 (NCKAPS), transcript variant 1, mRNA [NM_207363] 0

NF1 Homo sapiens neurofibromin 1 (NF1), transeript variant 2, mRNA [NM_000267] .
NLGN4X  Homo sapiens newroligin 4, ¥-linked (NLGN4X), transcript variant 1, mRNA [NM_020742]

NLRP4 Homao sapiens NLR family, pyrin domain containing 4 (NLRP4), mRNA [NM_134444]

NOP14 Homo sepiens NOP 14 nucieslar protein homolog (yesst) (NOF14), mRNA [NM_003703] 1 0.0

NTRK3 Homo sapiens neurotrophic tyrosine kinase, receptor, type 3 (NTRK3), transcript variant 3, mRNA [NM

OR2TE Homo sapiens offactory receptor, family 2. subfamily T, member 8 (ORZTE), mRMA [NM_001005522]

OR4M1 Homo sapiens offactory receptor, family 4, subfamily M, member 1 (OR4M1), mRNA [NM_001005500] 50

ORSIE] Homo sapiens offactory receptor, family 51, subfamily E. member 1 (ORS1E1), mRNA [NM_152430] —FL —NLGNEX e NLRP& e NOF14 e NTRES

ORBKS Homo sapiens offactory receptor, family 8. subfamily K, member 5 (ORBKS), mRMA [NM_

PADIG Homo sapiens peptidyl arginine deiminase, type VI (PADIG), mANA [NM_207421] 50

PDLIMS Homo sapiens PDZ and LIM domain 5 (PDLIMS), transcript variant 4, mRNA [NM_001011515] :

PEG3 Homo sepiens 3 (PEG3), wvariant 1, mANA [NM_006210]

PLACE Home sepiens placenta—specific 8 (PLACS). transcript variant 2, mRNA [NM_016618]

PPM1H Homo sapiens protein Mg2+/Mn2+ dependent. 1H (PPMIH), mRNA [NM_020700] oo
PPP4R2Z  Homo sapiens protein phosphatase 4, regulatory subunit 2 (PPP4RZ), mRNA [NM_174807] L

PSMAS Homo sepiens proteasome (prosome, macropain) subunit, alpha type, § (PSMAB), transcript variant 1,1

RBM47 Homo sapiens RNA binding motif protein 47 (RBM47), transcript variant 2, mANA [NM_019027] -5.0

RFPL2 Homeo sapiens ret finger protein-like 2 (RFPL2), transcript variant 1, mRMA [NM_D06605] ] e POLIMS o PEG3 e PLACE e PPMLH — PPPAR2

RPGR Homo sapiens retinitis pigmentosa GTPase regulstor (RPGR), transcript variant A mRNA [NM 000328
RPTN Momo sapiens repetin (RPTN), mRMA [NM_001122965] o
RSPO4 Homo sapiens R-spondin 4 (RSPO4), transcript variant 1, mRNA [NM_001025871] I ’
SERPINB11  Homo sapiens serpin peptidase inhibitor, clade B (ovalbumin), member 11 (gene/pseudogena) (SERPIN 2]
SLC27A3 long-chain fatty acid transport protein 3 [Source:RefSeq pepti NP_077306] [ENST
SMURF2 Homo sapiens SMAD spacific E3 ubiquitin protsin ligase 2 (SMURF2), mRNA [NM_022733] il 0.0
SORBS2 Home sepiens sorbin and SH3 domain containing 2 (SORBS2), transeript variant 2, mANA [NM 021068 D!
SORL1 Homa sapiens sortilin-related receptor, LIDLR class) A repeats containing (SORL1), mRNA [NM_0031(
SPOCD1 Homo sapiens SPOC domain containing 1 (SPOCD1), mRNA [NM_144569] ¥ 5.0
SPOCK3  Homo sapiens sparc/osteonactin, cwev and kazal-fike domains protecglycan (testican) 3 (SPOCKS), b o4 INB11 —sLC27A3 e SMURE2 o sORESZ
STL Homo sapiens six—twelve leukemia (STL), non-coding RMA [NR_026875]
TCHHL1 Homeo sapiens trichohyalin-like 1 (TCHHL1), mRNA [NM_001008535]
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Homo sapiens transmembrane protein 116 (TMEM1186), transcript variant 3, mRNA [NM_138341]
Homo sapiens translocated promoter region (to activated MET oncogene) (TPR), mRNA [NM_003292]
Home sapiens tripartite motif containing 49 (TRIM49), mRNA [NM_020358]

Homo sapiens vasoactive intestinal peptide receptor 2 (VIPRZ), mRNA [NM_003382]

zine finger protein 81 [SourceHGNG Symbeol;Acc:13156] [ENSTO0000334537]

Homo sapiens, clone IMAGE: 47758414, mRNA. [BC038366]

ribosomal protein S2 pseudogens 45 [Sourca:HGNC SymbobAce:25709] [ENSTO0000469557]

G02018404F 1 NCLCGAP BT Homo sapiens cDNA clone IMAGE:4154136 5, mRNA sequence [BF34
PREDICTED: Homo sapiens hypothetical protein LOC100508022 (LOC100508022), mRMNA [XM_ 003119
T cell receptor beta veriable 30 (gene/pseudogene) [Sourcet HGNG SymbolAcc:12214] [ENSTO0D0041

Homo sapiens cDNA FLJ41481 fis, clone BRTHAZ002721. [AK123475]

tripartite motif containing 16 [SourcetHGNG SymbolAcc:17241] [ENSTO0000494758]
Q3RUST_RALME (Q3RUST) Sulfate transporter,antisigma—factor antagonist STAS:Sulphate transporte

Q53GK4 HUMAN (Q53GK4) Pyruvate kinase 3 isoform 1 variant (Fragment), partial (47%) [THC258151

5.0

—TMEM116 ——TPR ——TRIM43 ——VIPR2 ——ZINFEl —— ——r — —
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