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Identification of genes responsible for cell-wall dynamics

in supporting tissues of Arabidopsis thaliana

Abstract: Cell wall confers mechanical strength to the plant tissues, and thereby offer support to the aerial
portion of the plant body. We have focused our research effort on a set of genes that play important roles in
specific aspects of cell wall construction in supporting tissues of the inflorescence stem of Arabidopsis.
Results from two microarray screenings identified several key candidate genes responsible for cell wall
formation in supporting tissues of the inflorescence stem. We examined expression profiles of
promoter::GUS fusion constructs for each of the genes. The results indicated that each of the genes exhibited
distinct expression patterns in terms of cell specificity. Reverse genetics analysis for function of the genes
indicated that glycine-rich protein modifies mechanical strength of the cell wall in protoxylem in basal of the

stem, thereby providing a conduit for the translocation of water and nutrients.
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